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Summary of Patient Dosing Details 

Patient # Genotype First MK-7009 
Treatment/Dose 

Days Between 
Doses 

Second MK-
7009 Treatment 

1 1b 
MK-7009 300 mg 
b.i.d. + peg-IFN + 
RBV 

316 
MK-7009 600 mg 
b.i.d. + peg-IFN + 
RBV 

2 1a 
7-days MK-7009  

125 mg q.d. 
monotherapy 

908 
MK-7009 600 mg 
b.i.d. + peg-IFN + 
RBV 

3 1a 
MK-7009 

300 mg b.i.d. + peg-
IFN + RBV 

376 
MK-7009 600 mg 
b.i.d. + peg-IFN + 
RBV 

4 1a 
7-days MK-7009 

125 mg q.d. 
monotherapy 

832 
MK-7009 600 mg 
b.i.d. + peg-IFN + 
RBV 



Patient 2; Infected with Genotype 1b virus 
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Patient 2; Phylogenetic Tree 
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Treatment 1 Treatment 2 

Patient 4; Infected with Genotype 1a virus 
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Patient 4: Phylogenetic Analysis 
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