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Results ddI - II

adjusted on VL and nb of  activ e drugs using ANRS rules

0.456/0.890+0.02
(-0.30;+0.34)

+0.17
(-0.28;+0.62)

0.00VGI

0.171/0.550-0.12
(-0.53;+0.28)

+0.22
(-0.09;+0.52)

0.00SaoPaulo

0.425/0.816-0.07
(-0.62;+0.48)

+0.20
(-0.29;+0.68)

0.00REGA

<0.915/0.665-0.09
(-0.51;+0.33)

+0.02
(-0.39;+0.43)

0.00HIVDB

0.718/0.618+0.12
(-0.36;+0.61)

-0.11
(-0.68;+0.47)

0.00DMC

0.955/0.256+0.28
(-0.20;+0.77)

-0.03
(-1.16;+1.09)

0.00ANRS

P value I/R
and S/R

S
Mean change in
VL relative to R

(95% CI)

I
Mean change in
VL relative to R

(95% CI)

R

Analysis in patients previously exposed and
not exposed to ddI (Narval, n=300) - II

adjusted on VL and nb of  activ e drugs using ANRS rules

<0.001/0.038+0.43
(+0.02;+0.83)

+0.85
(+0.42;+1.28)

0.00VGI

0.002/0.180+0.52
(-0.24;+1.28)

+0.56
(+0.21;+0.91)

0.00SaoPaulo

0.810/0.197+0.39
(-0.20;+0.98)

+0.05
(-0.35;+0.45)

0.00REGA

0.007/0.161+0.44
(-0.17;+1.05)

+0.47
(+0.13;+0.80)

0.00HIVDB

0.702/0.032+0.45
(+0.04;+0.86)

+0.08
(-0.34;+0.51)

0.00DMC

0.114/0.035+0.36
(+0.03;+0.70)

-0.88
(-1.97;+0.21)

0.00ANRS

P value I/R and
S/R

S
Mean change in
VL relative to R

(95% CI)

I
Mean change in
VL relative to R

(95% CI)

R

Results abacavir - II

adjusted on VL and nb of  activ e drugs using ANRS rules

0.02/0.88-0.02
(-0.26;+0.22)

+0.37
(+0.05;+0.68

0.00VGI

0.45/0.15-0.20
(-0.47;+0.07)

+0.10
(-0.16;+0.37)

0.00SaoPaulo

0.42/0.71-0.06
(-0.40;+0.27)

+0.14
(-0.20;+0.48)

0.00RetroGram

<0.001/0.20+0.21
(-0.11;+0.53)

+0.58
(+0.25;+0.91)

0.00REGA

<0.001/0.62+0.07
(-0.21;+0.35)

+0.48
(+0.20;+0.76)

0.00HIVDB

0.03/0.19+0.17
(-0.08;+0.42)

+0.47
(+0.04;+0.90)

0.00DMC

<0.001/0.10+0.22
(-0.04;+0.48)

+0.69
(+0.31;+1.08)

0.00CHL

0.007/0.001+0.66
(+0.26;+1.05)

+0.64
(+0.18;+1.11)

0.00ANRS

P value I/R and
S/R

S
Mean change in VL

relativ e to R (95% CI)

I
Mean change in VL

relativ e to R (95% CI)

R

Results abacavir - I
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Results ddI - I
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Analysis in patients previously exposed and not
exposed to ddI ( Narval , n=300 ) - I
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The Forum for Collaborative HIV Research is a coalition including
government, industry, academia, advocy and foundations, with the
mission to enhance and facilitate HIV research.

Conclusion

･Importance of external validation using
virologic response as an outcome
criteria of existing interpretation
systems
･need for collaborative work
ﾐ Importance of a large dataset and of the
level of resistance in the dataset
ﾐ Importance of developing innovative
statistical approaches to improve the
interpretation systems
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Impact of specific differences in
mutations between interpretation systems

Among the 465 patients classified as 'S' by ANRS:
･ if 'S' for ANRS and number of RT mutations=0 (n=145)
ﾐ These are those with the worst  response possibly because of non adherence

･ if 'S' for ANRS and number of RT mutations >=1 (N=170)
ﾐ Mean number of T AMS = 0.6; 6% with 184IV
ﾐ These have bet ter response than A. more  adherent+ + low resistance

･ if 'S' for ANRS but 'I' for Rega and number of RT mutations >=1 (n=150)
ﾐ Mean number of T AMS = 2.5; 64% with 184IV
ﾐ  These have bet ter response than B and are classified by Rega as intermediate resistance t o abacavir

ﾐ Indeed t he presence of >=3 T AMS or 184IV+ >=1 T AM in  Rega is a rule for intermediate resistance 

ﾐ In contrast , in ARNS the rule is to have 4 among  41, 67, 74, 184, 210 and 215 so 70 and 219, 
are not  considered 

･ Our results seem to suggest that its better to leave 70 and 219 out of the rule
for intermediate resistance and in general to give less weight to TAMS + 184

Analysis plan
･ Change from baseline in viral load at 8 weeks (4-12 weeks),

accounting for the censoring of VL measurements due to
assay lower limits by use of a program designed for
parametric survival analysis models (PROC LIFEREG in
SAS, using the DIST=NORMAL option)
･ For each interpretation system, a regression model was

fitted with the following covariates:
ﾐ Sensitivity (S, I, R with R as the base)
ﾐ Baseline VL
ﾐ Number of other drugs in the new regimen to which viruses are

sensitive using either ANRS or Rega or HIVDB

･ See analysis plan at (http://www.hivforum.org/analysis_collab.. .html)


